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5-Amino-3-{4-[(5-fluoro-2-methoxybenzamido)methyl]phenyl}-1-[(25)-1,1,1-trifluoropropan-2-yl]-1 H-pyrazole-4-

carboxamide
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8-Hydroxy-2,2,14,14-tetramethylpentadecanedioic acid
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N-{5-[(4-{4-[(Dimethylamino)methyl]-3-phenyl-1H-pyrazol-1-yl}pyrimidin-2-yl)amino]-4-methoxy-2-(morpholin-
4-yl)phenyl}prop-2-enamide monomethanesulfonate monohydrate
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4-(4-{[2-(4-Chlorophenyl)-5,5-dimethylcyclohex-1-en-1-ylJmethyl} piperazin-1-yl)-N-[4-{[(2R)-4-(morpholin-4-yl)-

1-(phenylsulfanyl)butan-2-yl]Jamino } -3-(trifluoromethanesulfonyl)benzenesulfonyl [benzamide
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Cilgavimab is a recombinant anti-SARS-CoV-2 spike protein monoclonal antibody derived from human IgG1. In the
H-chain, amino acid residues at positions 248, 249, 266, 268, 270 and 345 are substituted by Phe, Glu, Tyr, Thr, Glu
and Ser, respectively. Cilgavimab is produced in Chinese hamster ovary cells. Cilgavimab is a glycoprotein (molecular
weight: ca. 152,000) composed of 2 H-chains (y1-chains) consisting of 461 amino acid residues each and 2 L-chains

(x-chains) consisting of 219 amino acid residues each.
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Tixagevimab is a recombinant anti-SARS-CoV-2 spike protein monoclonal antibody derived from human 1gG1. In the
H-chain, amino acid residues at positions 240, 241, 258, 260, 262 and 337 are substituted by Phe, Glu, Tyr, Thr, Glu
and Ser, respectively. Tixagevimab is produced in Chinese hamster ovary cells. Tixagevimab is a glycoprotein
(molecular weight: ca. 149,000) composed of 2 H-chains (y1-chains) consisting of 461 amino acid residues each and
2 L-chains (x-chains) consisting of 216 amino acid residues each.
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N7NRY T =YX, Eis -z Anabaena variabilis 7 ==/ 7 =7 =7 U 7—+¥ (EC 4.3.1.24)
FfRIATHY, 503 V565 FHOD T I/ WFEEITENZ Ser ICEHL S 41, 167~169 3 H O Ala-Ser-Gly
MHAF VT oA IFZY BRI, 7 a=y MY P9 HOA R =mF L 7Y a—
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Pegvaliase is a recombinant Anabaena variabilis phenylalanine ammonia-lyase (EC 4.3.1.24) analogue, whose amino
acid residues at positions 503 and 565 are substituted by Ser, respectively, and in which methylidene imidazolone is
formed from Ala-Ser-Gly at positions 167-169, in addition, to which an average of approximately 9 methoxy
polyethylene glycol polymers (molecular weight: ca. 20,000) per subunit are bound via carbonyl groups (major
pegylation sites: Lys residues). Pegvaliase is a pegylated protein (molecular weight: ca. 917,000) composed of 4

subunits consisting of 567 amino acid residues each.
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